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Computer probes the protein world

The artificial intelligence program AlphaFold has predicted the 3-D structures of 992,000
different plant and animal proteins, including all of the 20,000 human protein molecules.
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9 A few techniques can directly
observe the protein’s structure:

M An X-ray beam can produce images
of crystallized protein molecules

M Cryo-EM uses an electron microscope
to observe frozen protein molecules
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